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<160> 105 

<170> Patentln version 3.2 

<210> 1 

<211> 3S46 

<212> DMA (BFA4 CDNA) 

<213> Homo sapiens 

<400> 1 



atggtcegga 


aaaagaaccc 


ccctctgaga 


aacgttgcaa 


gtgaaggcga 


gggccagatc 


60 


ctggagccta 


taggtacaga 


aagcaaggta 


tctggaaaga 


acaaagaatt 


ctctgcagat 


120 


cagatgtcag 


aaaatacgga 


tcagagtgat 


gctgcagaac 


taaatcataa 


ggaggaacat 


180 


agcttgcatg 


ttcaagatcc 


atcttctagc 


agtaagaagg 


acttgaaaag 


cgcagttctg 


240 


agtgagaagg 


ctggcttcaa 


ttatgaaagc 


cccagtaagg 


gaggaaactt 


tccctccttt 


300 


ccgcatgatg 


aggtgacaga 


cagaaatatg 


ttggctttct 


catttccagc 


tgctggggga 


360 


gtctgtgagc 


ccttgaagtc 


tccgcaaaga 


gcagaggcag 


atgaccctca 


agatatggcc 


420 


tgcaccccct 


caggggactc 


actggagaca 


aaggaagatc 


agaagatgtc 


accaaaggct 


480 


acagaggaaa 


eagggcaagc 


acagagtggt 


caagccaatt 


gtcaaggttt 


gagcccagtt 


540 


tcagtggcct 


caaaaaaccc 


acaagtgcct 


tcagatgggg 


gtgtaagact 


gaataaatcc 


600 


aaaactgact 


tactggtgaa 


tgacaaccca 


gacccggcac 


ctctgtctcc 


agagcttcag 


660 


gactttaaat 


gcaatatctg 


tggatatggt 


tactacggca 


acgaccccac 


agatetgatt 


720 


aagcacttcc 


gaaagtatca 


cttaggactg 


cataaecgca 


ecaggcaaga 


tgctgagctg 


780 


gacagcaaaa 


tcttggccct 


tcataacatg 


gtgcagttca 


gccattccaa 


agacttccag 


840 
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API-03-03-PCT-US 
ttctggtgtg ctgeaggaca 


SeqList.5T25 
tcaattcttc aaggcctgtt 


5>UU 


L LaL- Let aol y 


yy SCC Lo-T-yci, 


tgtgcaggtg 


acttcaggtg 


gaacattcat 


tggcattgga 




v. y y a d,<idL w. a. v. 


C d.y oL 1. L y C C a. 


agggaacacc 


aagtatttcc 


gctgtaaatt. 


ctgeaattte 




.3 f "t"f" ii rt rt 

aciittittig 9 


jf* -3 -*S J^* +* St jf* 


caccgaatta 


gaacaacatt 


ttcttcagac 


tcacccaaac 


j-Uou 


in *i *i -i - i 
dttd<J T-aacldy 


CX LC tC LCCC 


ctcctctgag 


gttgeaaaac 


cttcagagaa 


aaactctaac 




aagxccaxcc 


cxgcacxxca 


atccagtgat 


tctggagact 


tgggaaaatg 


gcaggacaag 




isj a 2t r* a> n J t" ^* a 
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tgacactcct 


gttgggtact 


cagtgcccat 


aaagcccctc 
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yttllCCtCIa 
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tacagaggee 


accagttact 


actggtgtaa 


attttgtagt 




XXCagcxgxg 


ag icaxcxag 


ctcacttaaa 


ctgetagaac 


attatggcaa 


geagcaegga 


i ? firs 


rt 2j rt +• rt ■ jr"" rt "i"" 

y C ay X. y C ay L 


caggcggcct 


taatccagag 


ttaaatgata 


agctttccag 


gggctctgtc 


1 AAf\ 


a L f.dd Li.,oty a 


a1"/ia , ("/ is 4* ,, art^' 
dLQd Lv. LdQC 


caaaagttca 


gaaggagaga 


caatgaccaa 


gacagacaag 


13UU 
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Cjvj C] C a.cUs.ct a 


gaaggacttc 


tccagcaagg 


gagecgagga 


taatatggta 


XjDU 


dCydyC Lata 


ax t.g ticagxx 


ctgtgacttc 


cgatattcca 


aaagccatgg 


ccctgatgta 


1 fi?A 
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caacagctcc 
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tcccagagga 


ctttgcagcc 


cagaaaagca 


ccttggagaa 
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tagaaaaagt 


aattgttccc 


actgtgcact 


ettgettctg 




CotCX Xy LCX.C 




tggaagctcg 


cgagtcaaac 


ateagtgeca 


tcagtgttca 


XOOU 


IlCoCCaCCC 


■i"* +■ ^ a ^ +■ -:j 'a 

LX,y ; aC y LoLyd. 


tgtactcctc 


tttcactatg 


aaagtgtgca 


tgagtcccaa 




a f' rt t~~t -3 *f* rt 
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agcaaatcac 


ctgeaaggat 


eggatgggea 


gcagtctgtc 




aayyaaagca 


-t -) n 'i --\ v "x y" -y- 

aagaacaexe 


atgtaccaaa 


tgtgatttta 


ttacccaagt 


ggaagaagag 


7 AAA 


n *■ *■ ... y._ „ 

dlllLttyaC 


at. Lac ag gay 


agcacacagc 


tgctacaaat 


geegtcagtg 


cagttttaca 


i. lw 


gcxgccgaxa 


cxcagxcac u 


actggagcac 


ttcaacactg 


ttcactgcca 


ggaacaggac 
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ccacicyycya 


agaggaeggt 


catgecatat 


ccaccaxcaa 


agaggagece 
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caatctgeta 


actccagact 


ctaaaatggg 


agagecagtt 
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LC Lyay ay LtJ 
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xiggtgaagag 


agagaagctg 


gaagagaagg 


aegggctcaa 


agagaaagtt 


7 7 AA 


*fr" rt V* Si ^ rt a rt Si 

tggaccgaga 


rt -t* - +■ r"*^ Sirt+'rtta 

yLXCC ay T-ycl, 


tgaccttcgc 


aatgtgactt 


ggagaggggc 


agacatcctg 
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cgggggagtc 


cy tCttiacac 


cxaagcaagc 


ctggggctgc 


tgacgcctgt 


gtctggcacc 
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caaagaexe x 


aagggaiagx 
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CCCaaXyXyy 


aggccyccca 


rcxggcycga 


7 t;7A 


cctatttatg 


gcttggctgt 


ggaaaccaag 


ggattcctgc 


agggggegee 


agctggcgga 


2580 


gagaagtctg 


gggccctccc 


ccagcagtat 


cctgcatcgg 


gagaaaacaa 


gtccaaggat 


2640 


gaatcccagt 


ccctgttacg 


gaggegtaga 


ggctccggtg 


ttttttgtgc 


caaxtgectg 


2700 


accacaaaga 


cetctctctg 


gcgaaagaat 


gcaaatggcg 
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LL LdLL 


ayadyC t_LC.fi 


ctcgactccc 


aggectttaa 


acatcattaa 


acaaaacaac. 


zozu 


ggtgagcaga 
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gagaacaaga 


aagegectta 


acccagaggc 


acttcaggct 
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gaggggcagc 


aatgaggagc 


aagtcaatgg 


aagcccgtta 




gagaggaggt 


C. d.Cj stay d. L C d. 


tctaactgaa 


agtcaccaga 


gagaaattcc 


actccccagc 


jvUD 


r^'f'ii a "i" a a a 
v. Laoy LoLotfi L 


ciLy oLct y L L L <3 


gggttcattg 


actaaaagee 


attctgetea 


gcagccagtc 


3UDU 


+■ <-* <-» + f^artr 
L Lyy LLayLw 


ctaciL LL Lyya 


tattcacaaa 


aggatgeaac 


etttgeacat 


tcagataaaa 




a in : +■ *t" y* ^> /"J 

ay iCC tLayy 


"i s "H /'I't" -a r **■ j*< ft 
aaay LaLLyy 


agatccagga 


aatagttcat 


ccgtatctga 


agggaaagga 




9 /rf" +' #** #"■( 2t i** ~a 

ay t LC Lyaya 


yayyLfiytLL 


tatagaaaag 


tacatgagac 


ctgegaaaca 


cccaaattat 




L L at LdLL atj 


yLeiyLL L La t 


tgaaaagtac 


cagtacccac 


tttttggact 


tccctttgta 


jjUu 


Let Lda, LyetL L 
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agctgattgg 


ctgcggttct 


ggagtaaata 


taagctctcc 


J sou 


y l lll Lyyyct 


d. LLLyCdL Ld 


cttgagtcac 


gtgcctggcc 


taccaaatcc 


ttgecaaaac 




LaLy Ly LL L L 


<4 LLLLdLCX L 


caatctgcct 


cctcattttt 


cagctqttgg 


atcagacaat 






LayoLL LLyyc 


gatcaagcat 


tccagacctg 


ggccaactgc 


aaacggtgcc 
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aattCyaa.yyL 


accaccaaat 


qtaaaaaatg 


aaggtccctt 


gaatgtagta 
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■n •!/■■<+' -i +' ji™ <*} "i 

aaCJ IdC ttaa 


gd LyaaC i V L 


cdacaaaa eg 


tg tgcac tgt 




ggcattgtct 


ttctggatga 


agtgatgtat 


getttgeata 


tgagttgcca 


tggtgacagt 


3720 


ggacctttcc 


agtgcagcat 


atgecagcat 


etttgeaegg 


acaaatatga 


cttcacaaca 


3780 


catatceaga 


ggggectgea 


taggaacaat 


gcacaagtgg 


aaaaaaatgg 


aaaacctaaa 


3840 


gagtaa 












3846 



<210> 2 

<2I1> 1281 

<212> prt (BFA4 aa) 

<213> Homo sapiens 

<400> 2 

Met Val Arg L,ys Lys Asn Pro Pro Leu Arg Asn Val Ala Ser Glu Gly 
1 5 10 15 

Glu Gly Gin lie Leu Glu Pro lie Gly Thr Glu Ser Lys Val Ser Gly 
20 25 30 

Lys Asn Lys Glu Phe Ser Ala Asp Gin Met Ser Glu Asn Thr Asp Gin 
35 40 45 

Ser Asp Ala Ala Glu Leu Asn His Lys Glu Glu His Ser Leu His Val 
50 55 60 
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Gin Asp Pro ser Ser ser Ser Lys Lys Asp Leu Lys ser Ala val Leu 
65 70 75 80 

Ser Glu Lys Ala Gly Phe Asn Tyr Glu ser Pro Ser Lys Gly Gly Asn 
85' 90 95 

Phe Pro Ser Phe Pro His Asp Glu val Thr Asp Arg Asn Met Leu Ala 
100 105 110 

Phe Ser Phe Pro Ala Ala Gly Gly Val Cys Glu Pro Leu Lys Ser Pro 
115 120 125 

Gin Arg Ala Glu Ala Asp Asp Pro Gin Asp Met Ala Cys Thr Pro ser 
130 135 140 

Gly Asp Ser Leu Glu Thr Lys Glu Asp Gin Lys Met Ser Pro Lys Ala 
145 150 ' 155 " 160 

Thr Glu Glu Thr Gly Gin Ala Gin Ser Gly Gin Ala Asn Cys Gin Gly 
165 170 175 

Leu Ser Pro val Ser val Ala ser Lys Asn Pro Gin val Pro ser Asp 
180 185 190 

Gly Gly Val Arg Leu Asn Lys ser Lys Thr Asp Leu Leu val Asn Asp 
195 200 205 

Asn Pro Asp Pro Ala Pro Leu Ser Pro Glu Leu Gin Asp Phe Lvs Cys 
210 215 220 

Asn lie Cys Gly Tyr Gly Tyr Tyr Gly Asn Asp Pro Thr Asp Leu lie 
225 230 235 240 

Lys His Phe Arg Lys Tyr His Leu Gly Leu His Asn Arg Thr Arg Gin 
245 ' 250 255 

Asp Ala Glu Leu Asp ser Lys lie Leu Ala Leu His Asn Met Val Gin 
260 265 270 

Phe ser His ser Lvs Asp Phe Gin Lys val Asn Arg ser val Phe ser 
275 280 285 

Gly Val Leu Gin Asp lie Asn Ser Ser Arg Pro val Leu Leu Asn Gly 
290 295 300 



Thr Tyr Asp Val Gin Val Thr Ser Gly Gly Thr Phe lie Gly lie Gly 
305 310 315 320 
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Arg Lys Thr Pro Asp Cvs Gin Gly Asn Thr Lys Tyr Phe Arg Cys Lys 
325 ' 330 335 

Phe Cys Asn Phe Thr Tyr Met Gly Asn Ser Ser Thr Glu Leu Glu Gin 
340 ' 345 350 

His Phe Leu Gin Thr His Pro Asn Lys lie Lys Ala Ser Leu Pro Ser 
355 360 ' 365 

Ser Glu Val Ala Lys Pro Ser Glu Lys Asn Ser Asn Lys Ser lie Pro 
370 375 380 

Ala Leu Gin Ser Ser Asp Ser Gly Asp Leu Gly Lys Trp Gin Asp Lys 
385 390 395 400 

lie Thr Val Lys Ala Gly Asp Asp Thr Pro Val Gly Tyr Ser Val Pro 
405 410 415 

lie Lys Pro Leu Asp Ser Ser Arg Gin Asn Gly Thr Glu Ala Thr ser 
420 425 430 

Tyr Tyr Trp cys Lys Phe Cys Ser Phe Ser Cys Glu Ser Ser Ser Ser 
435 440 445 

Leu Lys Leu Leu Glu His Tyr Gly Lys Gin His Gly Ala Val Gin ser 
450 455 460 

Gly Gly Leu Asn Pro Glu Leu Asn Asp Lys Leu ser Arg Gly Ser Val 
465 470 475 " 480 

lie Asn Gin Asn Asp Leu Ala Lys Ser ser Glu Gly Glu Thr Met Thr 
485 490 495 

Lys Thr Asp Lys Ser ser Ser Gly Ala Lys Lys Lys Asp Phe Ser Ser 
500 505 510 

Lys Gly Ala Glu Asp Asn Met val Thr Ser Tyr Asn Cys Gin Phe cys 
S15 520 525 

Asp Phe Arg Tyr Ser Lys Ser His Gly Pro Asp Val lie val val Gly 
530 535 540 

Pro Leu Leu Arg His Tyr Gin Gin Leu His Asn lie His Lys cvs Thr 
545 550 555 " 560 

lie Lys His Cys Pro Phe Cys Pro Arg Gly Leu Cys Ser Pro Glu Lys 
565 570 575 
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His Leu Gly 61 u lie Thr Tyr Pro Phe Ala Cys Arg Lys Ser Asn Cys 
580 585 590 

Ser His Cys Ala Leu Leu Leu Leu His Leu Ser Pro Gly Ala Ala Gly 
595 600 605 

Ser Ser Arg Val Lys His Gin Cys His Gin cys Ser Phe Thr Thr Pro 
610 615 620 

Asp Val Asp val Leu Leu Phe His Tyr Glu Ser val His Glu Ser Gin 

625 630 635 640 

Ala Ser Asp Val Lys Gin Glu Ala Asn His Leu Gin Gly Ser Asp Gly 
645 650 655 

Gin Gin Ser Val Lys Glu ser Lys Glu His ser Cys Thr Lys cys Asp 
660 665 670 

Phe lie Thr Gin val Glu Glu Glu lie Ser Arg His Tyr Arg Arg Ala 
675 680 685 

His ser Cys Tyr Lys Cys Arg Gin cys ser Phe Thr Ala Ala Asp Thr 
690 695 700 

Gin Ser Leu Leu Glu His Phe Asn Thr Val His cys Gin Glu Gin Asp 

705 710 715 " 720 

lie Thr Thr Ala Asn Gly Glu Glu Asp Gly His Ala lie Ser Thr lie 
725 730 735 

Lys Glu Glu Pro Lys lie Asp Phe Arg Val Tyr Asn Leu Leu Thr Pro 
740 745 750 

Asp ser Lys Met Gly Glu Pro val Ser Glu Ser val Val Lys Arg Glu 
755 760 765 

Lys Leu Glu Glu Lys Asp Gly Leu Lys Glu Lys Val Trp Thr Glu Ser 
770 775 780 

Ser Ser Asp Asp Leu Arg Asn Val Thr Trp Arg Gly Ala Asp lie Leu 

785 790 79S 800 

Arg Gly Ser Pro Ser Tyr Thr Gin Ala Ser Leu Gly Leu Leu Thr Pro 
805 810 815 

Val Ser Gly Thr Gin Glu Gin Thr Lys Thr Leu Arg Asp Ser Pro Asn 
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820 825 830 

val Glu Ala Ala His Leu Ala Arg Pro lie Tyr Gly Leu Ala Val Glu 
835 840 845 

Thr Lys Gly Phe Leu Gin Gly Ala Pro Ala Gly Gly Glu Lys Ser Gly 
850 855 860 

Ala Leu Pro Gin Gin Tyr Pro Ala Ser Gly Glu Asn Lys Ser Lys Asp 
865 870 875 880 

Glu Ser Gin ser Leu Leu Arg Arg Arg Arg Gly Ser Gly Val Phe Cys 
885 890 895 

Ala Asn Cys Leu Thr Thr Lys Thr Ser Leu Trp Arg Lys Asn Ala Asn 
900 905 910 

Gly Gly Tyr val cys Asn Ala cys Gly Leu Tyr Gin Lys Leu His ser 
915 920 925 

Thr Pro Arg Pro Leu Asn lie lie Lys Gin Asn Asn Gly Glu Gin lie 
930 935 940 

lie Arg Arg Arg Thr Arg Lys Arg Leu Asn Pro Glu Ala Leu Gin Ala 
945 950 955 960 

Glu Gin Leu Asn Lys Gin Gin Arg Gly ser Asn Glu Glu Gin val Asn 
965 970 975 

Gly Ser Pro Leu Glu Arg Arg Ser Glu Asp His Leu Thr Glu Ser His 
980 985 990 

Gin Arg Glu lie Pro Leu Pro Ser Leu Ser Lys Tyr Glu Ala Gin Gly 
995 1000 " 1005 

Ser Leu Thr lys Ser His Ser Ala Gin Gin pro val Leu val Ser 
1010 1015 1020 

Gin Thr Leu Asp lie His Lys Arg Met Gin Pro Leu His lie Gin 
1025 1030 1035 

lie Lys Ser Pro Gin Glu Ser Thr Gly Asp Pro Gly Asn Ser Ser 
1040 1045 1050 

Ser Val Ser Glu Gly Lys Gly Ser Ser Glu Arg Gly Ser Pro lie 
1055 1060 1065 
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Glu Lys Tyr Met Arg Pro Ala Lys His Pro Asn Tyr Ser Pro Pro 
1070 1075 1080 

Gly ser Pro He Glu Lys Tyr Gin Tyr Pro Leu Phe Gly Leu Pro 
1085 1090 1095 

Phe val His Asn Asp Phe Gin Ser Glu Ala Asp Trp Leu Arg Phe 
1100 1105 1110 

Trp Ser Lys Tyr Lys Leu Ser Val Pro Gly Asn Pro His Tyr Leu 
1115 1120 1125 

Ser His val Pro Gly Leu Pro Asn Pro Cys Gin Asn Tyr val Pro 
1130 1135 1140 

Tyr Pro Thr Phe Asn Leu Pro Pro His Phe Ser Ala val Glv Ser 
1145 1150 1155 

Asp Asn Asp lie Pro Leu Asp Leu Ala lie Lys His Ser Arg pro 
1160 1165 1170 

Gly Pro Thr Ala Asn Gly Ala Ser Lys Glu Lys Thr Lys Ala Pro 
1175 1180 1185 

Pro Asn Val Lys Asn Glu Gly Pro Leu Asn val Val Lys Thr Glu 
1190 1195 1200 

Lys Val Asp Arg Ser Thr Gin Asp Glu Leu Ser Thr Lys cys Val 
1205 1210 1215 



His Cys Gly lie Val Phe Leu Asp Glu Val Met Tyr Ala Leu His 

1220 1225 1230 

Met Ser Cys His Gly Asp Ser Gly Pro Phe Gin Cys Ser lie Cys 

1235 1240 1245 

Gin His Leu Cys Thr Asp Lys Tyr Asp Phe Thr Thr His lie Gin 

1250 1255 1260 

Arg Gly Leu His Arg Asn Asn Ala Gin val Glu Lys Asn Glv Lys 

1265 1270 1275 



Pro Lys Glu 
1280 



<210> 3 
<211> 1203 

<212> ON A feCYl CDMA) 
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<213> Homo sapiens 
<400> 3 

atggccgagc tgcgcctgaa gggcagcagc aacaccacgg agtgtgttcc cgtgcccacc 60 

tccgagcacg tggccgagat cgtgggcagg caaggctgca agattaaggc cttgagggcc 120 

aagatcaaca ectacatcaa gacaccggtg aggggcgagg aaccagtgtt catggtgaca 180 

ggg c 9 ac g9g aggacgtggc cacagcccgg cgggaaatca tctcagcagc ggagcacttc 240 

tccatgatec gtgcctcccg caacaagtca ggcgccgcct ttggtgtggc tcctgctctg 300 

cccggccagg tgaccatccg tgtgcgggtg ccctaccgcg tggtggggct ggtggtgggc 360 

cccaaagggg caaccatcaa gcgcatccag cagcaaacca acacatacat tatcacacca 420 

agccgtgacc gcgaccccgt gttcgagatc acgggtgccc caggcaacgt ggagcgtgcg 480 

cgcgaggaga tcgagacgca catcgcggtg cgcactggca agatcctcga gtacaacaat 540 

gaaaacgact tcctggcggg gagccccgac gcagcaatcg atagccgcta ctccgacgcc 600 

tggcgggtgc accagcccgg ctgcaagccc ctctccacct tccggcagaa cagcctgggc 660 

tgcatcggcg agtgcggagt ggactctggc tttgaggccc eacgcctggg tgagcagggc 720 

ggggactttg gctaeggcgg gtacctcttt ccgggctatg gcgtgggcaa gcaggatgtg 780 

tactacggcg tggccgagac tagccccccg ctgtgggcgg gccaggagaa cgccacgccc 840 

acctccgtgc tcttctcctc tgcctcctcc tcctcctcct cttccgccaa ggcccgcgct 900 

gggcccccgg gcgcacaccg ctcccctgcc acttccgcgg gacccgagct ggccggactc 960 

ccgaggcgcc ccccgggaga gccgctccag ggcttctcta aacttggtgg gggcggcctg 1020 

cggagccccg gcggcgggcg ggattgcatg gtctgctttg agagcgaagt gactgccgcc 1080 

cttgtgccct gcggacacaa cctgttctgc atggagtgtg cagtacgcat ctgcgagagg 1140 

acggacccag agtgtcccgt ctgccacatc acagccgcgc aagccatccg aatattctcc 1200 

taa 1203 

<210> 4 

<211> 400 

<212> PRT (BCY1 AA) 

<213> Homo sapiens 

<400> 4 

Met Ala Glu Leu Arg Leu Lys Gly Ser ser Asn Thr Thr Glu Cys val 
1 5 10 15 

Pro Val Pro Thr Ser Glu His Val Ala Glu lie Val Gly Arg Gin Gly 
20 25 30 

Cys Lys lie Lys Ala Leu Arg Ala Lys Thr Asn Thr Tyr lie Lys Thr 
35 40 45 
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Pro Val Arg 61 y Glu 61 u Pro Val Phe Met Val Thr Gly Arg Arg 61 u 
50 55 60 

Asp Val Ala Thr Ala Arg Arg Glu lie lie Ser Ala Ala Glu His Phe 
65 70" 75 80 

Ser Met lie Arg Ala Ser Arg Asn Lys Ser Gly Ala Ala Phe Gly Val 
85 90 95 

Ala Pro Ala Leu Pro Gly Gin val Thr lie Arg val Arg val Pro Tyr 
100 105 ~ 110 

Arg val Val Gly Leu Val val Gly Pro Lys Gly Ala Thr He Lys Arg 
115 120 125 

lie Gin Girt Gin Thr Asn Thr Tyr lie lie Thr Pro Ser Arg Asp Arg 
130 135 140 

Asp pro val Phe Glu lie Thr Gly Ala Pro Gly Asn val Glu Arg Ala 
145 150 155 160 

Arg Glu Glu lie Glu Thr His lie Ala val Arg Thr Gly Lys lie Leu 
165 170 175 

Glu Tyr Asn Asn Glu Asn Asp Phe Leu Ala Gly Ser Pro Asp Ala Ala 
180 185 190 

lie Asp ser Arg Tyr Ser Asp Ala Trp Arg val His Gin Pro Gly cys 
195 200 205 

Lys Pro Leu Ser Thr Phe Arg Gin Asn Ser Leu Gly Cys lie Gly Glu 
210 215 220 

Cys Gly val Asp Ser Gly Phe Glu Ala Pro Arg Leu Gly Glu Gin Gly 
225 230 235 240 

Gly Asp Phe Gly Tyr Gly Gly Tyr Leu Phe Pro Gly Tyr Gly Val Gly 
245 250 255 

Lys Gin Asp Val Tyr Tyr Gly Val Ala Glu Thr Ser Pro Pro Leu Trp 
260 265 270 

Ala Gly Gin Glu Asn Ala Thr Pro Thr ser Val Leu Phe Ser ser Ala 
275 280 285 

Ser Ser Ser ser Ser ser Ser Ala Lys Ala Arg Ala Gly Pro Pro Gly 
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295 300 



Ala His Arg ser Pro Ala Thr ser Ala Gly Pro Glu Leu Ala Gly Leu 



Gly Glv Gly Leu Arg Ser Pro Gly Gly Gly Arg Asp Cys Met Val Cys 
340 345 350 

Phe Glu Ser Glu val Thr Ala Ala Leu Val Pro Cys Gly His Asn Leu 
355 360 365 

Phe Cys Met Glu Cys Ala val Arg lie cys Glu Arg Thr Asp Pro Glu 
370 375 380 

cys pro val cys His lie Thr Ala Ala Gin Ala lie Arg lie Phe ser 
385 390 395 400 

<210> 5 

<211> 4026 

<212> QHA (BFA5 ONA) 

<213> Homo sapiens 
<400> 5 

atgacaaaga ggaagaagac catcaacctt aatatacaag acgcccagaa gaggactgct 60 

ctacactggg cctgtgtcaa tggceatgag gaagtagtaa catttctggt agacagaaag 120 

tgccagcttg acgtccttga tggcgaacac aggacacctc tgatgaaggc tctacaatgc 180 

catcaggagg cttgtgcaaa tattctgata gattctggtg ccgatataaa tctcgtagat 240 

gtgtatggca acatggctct ccattatgct gtttatagtg agattttgtc agtggtggca 300 

aaactgctgt cccatggtgc agtcatcgaa gtgcacaaca aggctagcct cacaccactt 360 

ttactatcca taacgaaaag aagtgagcaa attgtggaat ttttgctgat aaaaaatgca 420 

aatgcgaatg cagttaataa gtataaatgc acagccctca tgcttgctgt atgtcatgga 480 

tcatcagaga tagttggcat gcttcttcag caaaatgttg acgtctttgc tgcagatata 540 

tgtggagtaa ctgcagaaca ttatgctgtt acttgtggat ttcatcacat tcatgaacaa 600 

attatggaat atatacgaaa. attatctaaa aatcatcaaa ataccaatcc agaaggaaca 660 

tctgcaggaa cacctgatga ggctgcaccc ttggcggaaa gaacacctga cacagctgaa 720 

agcttggtgg aaaaaacacc tgatgaggct gcacccttgg tggaaagaac acctgacacg 780 

gctgaaagct tggtggaaaa aacacctgat gaggctgcat ccttggtgga gggaacatct 840 

gacaaaattc aatgtttgga gaaagcgaca tctggaaagt tcgaacagtc agcagaagaa 900 

acacctaggg aaattacgag tcctgcaaaa gaaacatctg agaaatttac gtggccagca 960 
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API-03-03-PCT-US SeqLi St , ST25 



daay y ct d 9 d C 


c Lagydaya l 


cgcaxgggag 


ddddddLjddL} 


■a ~i y' >— y" ^ 2 o 

dCdLdtC Lay 


r** ft 31 a a *♦* -a> •i** /»* 

(JydddL Ld Ly 


J.UZU 


dg txcccjcsd 


ts, "3 s*t -a -3' ^ y *a "t - y 


LyayaaciXX L 


acgxgggcag 


> — ■ "3 ^ jv '-\ '"V yNj, 

Caaadyyaag 


dCCLa.y9ddy 


XUoU 


■a +■ y"* y"i 3l"f(r(fl 


3 yva a "a '2 -3 3 




dayd-CLyS^ 


gcgxggcaag 


3 3- -f* 3» Hh y 1 * "t*" 

dy IddCdlCl 


i i An 


daLaaadC La 


adXj lit Ly y d, 


adadyg day a 


CC ladyalya 


t_ LyCdCy LCC 


t'3' v "5*S3 3/133 

L dCaaadg dd 




ti c etc C t dVCSI. d 


3 a yi y a jHt *f"*' .rt 

dd.y Cady Lye 


Cad. Ly a t.Cay 


dyy t. LC.CCd L 


Cdydd LCCdd 


a 3 an a y} a: 3 
aCadydyyd.d 




f"i :*i "l" yi a a f*\i 

yet cyaaCJaat 


a 1 + y' 1r* +* ft "t" a 

a. L LC I L (J li)d 


x. tcx,ctjyd.y x 


CX.C ti T.Cy aya 


ti +■ r— -t- /m^ /■■ a a 3 
y LXCcyCaad 


>r*iiS't*"l!"-*^a is *t" yi 

yaL-iCaay Cy 


X !> <. U 


'1' ft ^ "a ♦* y* y* *!■" <"i 

Ly la CaCvLy 


ay LC taiaia 


"t - 3 3 a a ^ -n't" 

LCaaaaay U 


"1 +" ft At °Zi ft "i "1 "1 

<* ^ 9 y ^g « t»« 


3 "t" ta ft "i f \ "i 1^ 't" 

aLdgdyaay L 


i( , (i3f , i3 y* y 

ayaa9a.ycc C 




CC tadyaayc 


y a **"* +*■ ft i** y "t" "4" 

CaLC ty CC t L 


Caaycc vyce 


a't" , i"/ n t3i a a^* y*ijf~ 

dl Lyaaatyc 


aaaaC LC ty C 


LCCdddlaad 


1 AAft 


yCC L L Lgadl 


xyaaydacya 


a A3 a ay s a+"lf i ' g ^i 
aCfldaCflL Ly 


nrta»"j>f ,t 'is/i i 

dyayCdydLC 


cgdiyiiccc 


3^*/*a j*i*j a+*f"y 
dCC ay adLCC 




9 ddC3L3,cLd.g Cj 


at Ld. Lyddy a 


dad L LL L Lyy 


yd lie i,ydy« 


9 lc lc uy Lya 


ydCly v L LCd 


X JOU 


jy -a j*i a yy r"i *a. "t* y» 

Cayddgyaxy 


*♦" rt +* +■ -3 iT" ^" 


Catty gc LaCd. 


y" 3 "t" ■f 3: n 'a -3 -3 y> 

CdLCdMady 


dddldydldd 


■a '3 +" 3 33 1 t*M '3 

ddlddd Cyycl 


XDZU 


daaLictgaag 


ay XCXCCLacl 


LdaaydXyg l 


^*"+ s +" j^+'rt 3t 31/**/^* 

Cc XCI.gad.yy 


f"t" a i'" /"^ »^ y> <^ 

CXdCCCycyy 


33t'rt3 , 33rt't't' 

ddLyaddyll. 


•) con 






dyfld L t yaay 


/" 31 a a a 
ydCdi.yt.odo 


CCXXCdddyC 


y y dy CC LC C.y 


1 7an 

X/ tv 


gyyddgCCdX 


w** -4" rt' ^ ^* +* +* y y** *4 

cxyccxxcga 


y ccxgccacx 


gaaaxgcaaa 


dyx c cgxccc 


aaaxaaagee 


T S3AA 


U xgydac Itjd 


"1 -"f «| rt|t» "A jF* 

aaaa cgadcd 


A at dXg g ay a 


gcaya Uydya 


cacccccacc 


■*a yt *a y y* "a j-*. 

ayddXtcaad 


XoOU 


j*** a ia a. "a yt y< a V s *fr* 

tooxidy yaC c 


a ugaagaaaa 


xxc c eggga c 


31 f "i" i"* 31 a "f* "t" y* 

ac Lydyag tc 


/ — "t" y"t "t" j"J 1 i^l y~" 

vCCO Lydy dC 


xg c c ucaxag 


xy fcU 


ddygaxyXyX 


yxxxacccaa 


gyexgegea l 


/"31t3't3^S^3v^(!3l!a!a 

Cdfldddyddd 


td(jdlddda L 


a33l"nf3a333 

dddXgydddd 


"5 QRA 


L tdydayyy L 


excexy xxaa 


agaxggxcxx 


3*~ ^ 3 /rn r "t^ "3 

CXyddyyc Ld 


aCXy CyyaaX 


gaaayxxxcx 


£U*tU 


axx.ccaac.ca 


aaycexxaga 


axxgaxggac 


axgcaaacxx 


3.y%3i 

LCdatAgCdyd 


Jifz-I - r f vf3 3rt 

gccxcccgag 




aay CCKXC Ly 


ccxxcyagcc 


+-rt^*"S3+"l*/33> 33 

xyccaxxgaa 


axgcaaaagx 


ctgttcccicici 


"i J 3333iiJ > i^^'3 v- i J rt 

xaaagccxxg 


"J1 fiA 


gaa t xgaag a 


a x y aa c a a a c 


axxgay agca 


rt33*J"/*<33* s »3>3 % 33^ 

gaxgagaxac 


CCCCdLCaya 


axecaaacaa 




aag y a c x ax y 


aagaaay xxc 


*^ >-ygga^ ccx 


gagagxexcx 


guyayaCXy u 


xxcacagaay 


1 ?SA 


yatyXyXyX I 


xacccaaggc 


xacdcaxcaa 


aaayaaacag 


axaaddxaaa 


eggaaaa c cd 




if* a a .n a n ■ *t" *— ■ "t~ y 

yadgdyCCLC 


^■"fr' /s 's^a ~5 •y* <^s *i 

C Lyd. taatga 


t,yy t i licig 


ddyyccccc u 


yCay ad iy da 


ayi*t**t , ''t"y**'t* ,, a , *l* , "i~ 

dy L 11 LCCdXL 


An 


/**■ f ■ *a -a jt" 1 - +■ -a a, -a yi 
C C a.oL CTq a dy 


jt* +■ ■ +* a irt -a, -a ■+* 

CCX vdyaaLii 


y dXyySCd Ly 




« y- -*\ yf a yi if** 

aay cay»a.y cc 


tlCCCyclyaay 


y yj €X. i\ 


ccaxcxgccx 


xcy ayecxyc 


cax xgaaaxg 


caaaagcexy 


xxccaaaxaa 


ayccxxggaa 




ttgaagaatg 


aacaaacatiX 


gagagcagat 


cagatgttcc 


cttcagaatc 


aaaacaaaag 


2580 


aaggttgaag 


aaaattcttg 


ggattctgag 


agtctccgtg 


agactgtttc 


acagaaggat 


2640 


gtgtgtgtac 


ccaaggctac 


acatcaaaaa 


gaaatggata 


aaataagtgg 


aaaattagaa 


2700 


gattcaacta 


gectatcaaa 


aatcttggat 


acagttcatt 


cttgtgaaag 


agcaagggaa 


2760 


ctteaaaaag 


atcactgtga 


acaaegtaca 


ggaaaaatgg 


aacaaatgaa 


aaagaagttt 


2820 
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API-03~O3-PCT-US 
gtcagaagca aaagaaataa 


SeqList.ST25 
aatcacagtt agagaaccaa 




a si ifc +■ +■ :i ^ 3 


rtrtfi a Si a. *a 


gctctgcagt 


gtgagattga 


ctttaaacca 


agaagaagag 






at'f'irrn'af' a. 
a LLjCCyd t.d L 


attaaatgaa 


aaaattaggg 


aagaattagg 


aagaatcgaa 


jvvv 




y y aay «y X u 


agaagtgaaa 


caacaacttg 


aacaggctct 


cagaatacaa 


iUOU 




Lyaayay ty l 


agaaagtaat 


ttgaatcagg 


tttctcacac 


tcatgaaaat 




Jf* -~r "> ~Tn -a- 4~ J** 

ga««ait3xc 


xc x tacaxga 


aaattgcatg 


ttgaaaaagg 


aaattgccat 


gctaaaactg 


jloU 




f~- a +■ ' si sa a 

CdL Lg<&d.d.ca 


ccaataccag 


gaaaaggaaa 


ataaatactt 


tgaggacatt 




aaga xxx xaa 


aagaaaayaa 


tgctgaactt 


cagatgaccc 


taaaactgaa 


agaggaatca 




xxaactaaaa 


gggtaxcxca 


atatagtggg 


cagcttaaag 


ttctgatagc 


tgagaacaca 


■3 Jen 


alyCiCaCII 


j* i+'+'rtii^i 

C L&ila L LyctcV 


ggaaaaacaa 


gacaaagaaa 


tactagaggc 


agaaattgaa 




*♦*' ■a ^* 3 it ^ 
LC.iaCd.Ck.ot LC 


C. IdQaL luQC 


ttctgctgta 


caagaccatg 


atcaaattgt 


gacatcaaga 




aaaaYitm a/I 
aaLeicty X. C<La.CJ: 




ccacattgca 


ggagatgctt 


gtttgcaaag 


aaaaatgaat 




+■ +" -a +* « *t" fi -fs 

y txyaxg ty« 


gxag cacyax 


atataacaat 


gaggtgctcc 


atcaaccact 


ttctgaagct 


3DUU 


caaaggaaax 


ccaaaagcc t 


aaaaattaat 


ctcaattatg 


caggagatgc 


tctaagagaa 


seen 


3 , 3l"^■^lJ^ H ^a ,l f''^^'rt/1 , 

aaCaCaC Xyy 


xxxcayaaca 


tgcacaaaga 


gaccaacgtg 


aaacacagtg 


tcaaatgaag 




jTi 7j y +■ o t" 

yaayc LyddL 


acaxyxatca 


aaacgaacaa 


gataatgtga 


acaaacacac 


tgaacagcag 


.J / OU 


yrfy LC LCLay 


axcagaaaxx 


atttcaacta 


caaagcaaaa 


atatgtggct 


tcaacagcaa 




ttagttcatg 


cacataagaa 


agctgacaac 


aaaagcaaga 


taacaattga 


tattcatttt 


3900 


cttgagagga 


aaatgcaaca 


tcatctccta 


aaagagaaaa 


atgaggagat 


atttaattac 


3960 


aataaccatt 


taaaaaaccg 


tatatatcaa 


tatgaaaaag 


agaaagcaga 


aacagaaaac 


4020 


tcatga 












4026 



<210> 6 

<211> 1341 

<212> PRT (8 FA 5 AA) 

<2I3> Homo sapiens 

<400> 6 

Met Thr Lys Arg Lys Lvs Thr He Asn Leu Asn lie Gin Asp Ala Gin 
1 5 10 15 

Lys Arg Thr Ala Leu His Trp Ala Cys Val Asn Gly His Glu Glu Val 
20 25 30 

val Thr Phe Leu val Asp Arg Lys Cys Gin Leu Asp val Leu Asp Gly 
3S 40 45 

Glu His Arg Thr Pro Leu Met Lys Ala Leu Gin Cys His Gin Glu Ala 
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50 



55 



API-03-03-PCT-US 



SeqList.ST25 
60 



Cys Ala Asn lie Leu lie Asp ser Gly Ala Asp lie Asn Leu Val Asp 
65 70 75 80 



Val Tyr Gly Asn Met Ala Leu His Tyr Ala Val Tyr Ser Glu lie Leu 
85 90 95 



Ser Val Val Ala Lys Leu Leu Ser His Gly Ala Val lie Glu Val His 
100 105 110 



Asn Lys Ala Ser Leu Thr Pro Leu Leu Leu ser lie Thr Lys Arg Ser 
115 120 125 



Glu Gin lie Val Glu Phe Leu Leu lie Lys Asn Ala Asn Ala Asn Ala 
130 135 140 



Val Asn Lys Tyr Lys cvs Thr Ala Leu Met Leu Ala Val cvs His Gly 
145 150 155 160 



Ser Ser Glu lie Val Gly Met Leu Leu Gin Gin Asn Val Asp val Phe 
165 170 175 



Ala Ala Asp lie Cys Gly val Thr Ala Glu His Tyr Ala Val Thr Cys 
180 185 190 



Gly Phe His His lie His Glu Gin lie Met Glu Tyr lie Arg Lys Leu 
195 200 205 



Ser Lys Asn His Gin Asn Thr Asn Pro Glu Gly Thr Ser Ala Gly Thr 
210 215 220 



Pro Asp Glu Ala Ala Pro Leu Ala Glu Arg Thr Pro Asp Thr Ala Glu 
225 230 235 240 



Ser Leu val Glu Lys Thr Pro Asp Glu Ala Ala Pro Leu val Glu 
245 250 255 



Thr Pro Asp Thr Ala Glu Ser Leu val Glu Lys Thr Pro Asp Glu Ala 
260 265 270 



Ala Ser Leu Val Glu Gly Thr Ser Asp Lys lie Gin Cys Leu Glu Lys 
275 280 285 



Ala Thr Ser Gly Lys Phe Glu Gin Ser Ala Glu Glu Thr Pro Arg Glu 



290 



295 



300 
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API-03~03-PCT-US SeqLi st . ST25 
lie Thr Ser Pro Ala Lys Glu Thr Ser Glu Lys Phe Thr Trp Pro Ala 
305 310 315 320 

Lys Gly Arg Pro Arg Lys He Ala Trp Glu Lys Lys Glu Asp Thr Pro 
325 330 ' 335 

Arg Glu lie Met Ser Pro Ala Lys Glu Thr Ser Glu Lys Phe Thr Trp 
340 345 350 

Ala Ala Lys Gly Arg Pro Arg Lys lie Ala Trp Glu Lys Lys Glu Thr 
355 360 365 

Pro Val Lys Thr Gly Cys val Ala Arg val Thr ser Asn Lys Thr Lys 
370 375 380 

Val Leu Glu Lys Gly Arg Ser Lys Met lie Ala Cys Pro Thr Lys Glu 
385 ' 390 395 ' " 400 

Ser ser Thr Lys Ala Ser Ala Asn Asp Gin Arg Phe Pro Ser Glu Ser 
405 410 " 415 

Lys Gin Glu Glu Asp Glu Glu Tyr Ser Cys Asp Ser Arg Ser Leu Phe 
420 425 " 430 

Glu Ser Ser Ala Lys lie Gin val Cys lie Pro Glu Ser lie Tyr Gin 
435 440 445 

Lys Val Met Glu lie Asn Arg Glu val Glu Glu Pro Pro Lys lvs Pro 
450 455 460 

Ser Ala Phe Lys Pro Ala lie Glu Met Gin Asn Ser Val Pro Asn Lys 
465 470 475 480 

Ala Phe Glu Leu Lys Asn Glu Gin Thr Leu Arg Ala Asp Pro Met Phe 
485 490 495 

Pro Pro Glu ser Lys Gin Lys Asp Tyr Glu Glu Asn Ser Trp Asp ser 
500 505 510 

Glu ser Leu cys Glu Thr val ser Gin Lys Asp val cvs Leu Pro Lys 
515 520 525 

Ala Thr His Gin Lys Glu lie Asp Lys lie Asn Gly Lys Leu Glu Glu 
530 535 540 

Ser Pro Asn Lys Asp Gly Leu Leu Lys Ala Thr Cys Gly Met Lys Val 
545 550 555 560 
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API-03-03-PCT-US SeqLi St . ST25 

ser lie Pro Thr Lys Ala Leu Glu Leu Lys Asp Met Gin Thr Phe Lys 
565 570 575 

Ala Glu Pro Pro Gly Lys Pro ser Ala Phe Glu Pro Ala Thr Glu Met 
580 585 590 

Gin Lys Ser Val Pro Asn Lys Ala Leu Glu Leu Lys Asn Glu Gin Thr 
595 ' 600 605 

Trp Arg Ala Asp Glu lie Leu Pro Ser Glu ser Lys Gin Lys Asp Tyr 
610 615 620 

Glu Glu Asn Ser Trp Asp Thr Glu Ser Leu Cys Glu Thr Val Ser Gin 
625 630 635 640 

Lys Asp val Cys Leu Pro Lys Ala Ala His Gin Lys Glu lie Asp Lys 
645 650 655 

lie Asn Gly Lys Leu Glu Gly ser Pro val Lys Asp Gly Leu Leu Lys 
660 665 670 

Ala Asn Cys Gly Met Lys val ser lie Pro Thr Lys Ala Leu Glu Leu 
675 * 680 685 

Met Asp Met Gin Thr Phe Lys Ala Glu Pro Pro Glu Lys Pro Ser Ala 
690 695 700 

Phe Glu Pro Ala lie Glu Met Gin Lys Ser val Pro Asn Lys Ala Leu 
705 710 715 720 

Glu Leu Lvs Asn Glu Gin Thr Leu Arg Ala Asp Glu lie Leu Pro Ser 
725 730 735 

Glu Ser Lys Gin Lys Asp Tyr Glu Glu Ser Ser Trp Asp Ser Glu Ser 
740 745 750 

Leu Cys Glu Thr Val Ser Gin Lys Asp val Cys Leu Pro Lys Ala Thr 
755 760 765 

His Gin Lys Glu lie Asp Lys lie Asn Gly Lys Leu Glu Glu Ser Pro 
770 775 780 

Asp Asn Asp Gly Phe Leu Lys Ala Pro Cys Arg Met Lys Val Ser lie 
785 790 795 800 

Pro Thr Lys Ala Leu Glu Leu Met Asp Met Gin Thr Phe Lys Ala Glu 
SOS 810 815 
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API-03-03-PCT-US SeqLi St , ST25 



Pro Pro Glu Lvs Pro Ser Ala Phe Glu Pro Ala lie Glu Met Gin Lys 
820 825 830 

Ser Val Pro Asn Lys Ala Leu Glu Leu Lys Asn Glu Gin Thr Leu Arg 
835 840 845 

Ala Asp Gin Met Phe Pro Ser Glu Ser Lys Gin Lys Lys Val Glu Glu 
850 855 860 

Asn Ser Trp Asp Ser Glu Ser Leu Arg Glu Thr val Ser Gin Lys Asp 
865 870 875 880 

Val Cys Val Pro Lys Ala Thr His Gin Lys Glu Met Asp Lvs He Ser 
885 890 895 

Gly Lys Leu Glu Asp Ser Thr Ser Leu ser Lys lie Leu Asp Thr Val 
900 905 910 

His Ser cys Glu Arg Ala Arg Glu Leu Gin Lys Asp His Cys Glu Gin 
915 920 925 

Arg Thr Gly Lys Met Glu Gin Met Lys Lys Lys Phe cys val Leu Lys 
930 935 940 

Lys Lys Leu Ser Glu Ala Lys Glu lie Lys Ser Gin Leu Glu Asn Gin 
945 950 955 960 

Lys Val Lys Trp Glu Gin Glu Leu Cys Ser val Arg Leu Thr Leu Asn 
965 970 975 

Gin Glu Glu Glu Lys Arg Arg Asn Ala Asp lie Leu Asn Glu Lys lie 
980 ' 985 990 

Arg Glu Glu Leu Gly Arg lie Glu Glu Gin His Arg Lvs Glu Leu Glu 
995 1000 1005 

Val Lvs Gin Gin Leu Glu Gin Ala Leu Arg He Gin Asp He Glu 
1010 1015 1020 

Leu Lys Ser Val Glu Ser Asn Leu Asn Gin Val Ser His Thr His 
1025 1030 1035 

Glu Asn Glu Asn Tyr Leu Leu His Glu Asn cys Met Leu Lys Lys 
1040 1045 1050 



Glu lie Ala Met Leu Lys Leu Glu lie Ala Thr Leu Lys His Gin 
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1055 



API-03-03-PCT-US SeqLi St . ST25 
1060 1065 



Tyr Gin Glu Lys Glu Asn Lys Tyr Phe Glu Asp lie Lys lie Leu 
1070 1075 1080 



Lys Glu Lys Asn Ala Glu Leu Gin Met Thr Leu Lys Leu Lys Glu 
1085 1090 1095 



Glu Ser Leu Thr Lys Arg Ala Ser Gin Tyr Ser Gly Gin Leu Lys 
1100 1105 1110 



val Leu lie Ala Glu Asn Thr Met Leu Thr Ser Lys Leu Lys Glu 
1115 1120 1125 

Lys Gin Asp Lys Glu lie Leu Glu Ala Glu lie Glu ser His His 
1130 1135 1140 



Pro Arg Leu Ala ser Ala val Gin Asp His Asp Gin lie val Thr 
1145 1150 1155 



Ser Arg Lys Ser Gin Glu Pro Ala Phe His lie Ala Gly Asp Ala 
1160 1165 1170 



Cys Leu Gin Arg Lys Met Asn val Asp val Ser ser Thr lie Tyr 
1175 1180 1185 

Asn Asn Glu val Leu His Gin Pro Leu ser Glu Ala Gin Arg Lys 
1190 1195 1200 



Ser Lys ser Leu Lys He Asn Leu Asn Tyr Ala Gly Asp Ala Leu 
1205 1210 1215 

Arg Glu Asn Thr Leu val Ser Glu His Ala Gin Arg Asp Gin Arg 
1220 1225 1230 



Glu Thr Gin Cys Gin met Lys Glu Ala Glu His Met Tyr Gin Asn 
1235 1240 1245 



Glu Gin Asp Asn val Asn Lys His Thr Glu Gin Gin Glu Ser Leu 
1250 1255 1260 



Asp Gin Lys Leu Phe Gin Leu Gin Ser Lys Asn Met Trp Leu Gin 
1265 1270 1275 



Gin Gin Leu Val His Ala His Lys Lys Ala Asp Asn Lys Ser Lys 
1280 1285 1290 
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lie Thr lie Asp lie His Phe Leu Glu Arg Lys Met Gin His His 
1295 1300 1305 

Leu Leu Lys Glu Lys Asn Glu Glu lie Phe Asn Tyr Asn Asn His 
1310 ' 1315 1320 

Leu Lys Asn Arg lie Tyr Gin Tyr Glu Lys Glu Lys Ala Glu Thr 
1325 1330 1335 

Glu Asn Ser 
1340 



<210> 7 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 7 



Leu Met Asp Met Gin Thr Phe Lys Ala 
1 5 



<210> 8 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Lys Val Ser He Pro Thr Lys Ala Leu 
1 5 



<210> 9 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Ser lie Pro Thr Lys Ala Leu Glu Leu 
1 5 



<210> 10 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Leu Glu Leu Lys Asn Glu Gin Thr Leu 
1 5 



<210> 11 
<211> 9 
<212> PRT 
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<213> Homo sapiens 
<400> 11 

Thr Val Ser Gin Lys Asp val Cys Leu 
1 5' 



<210> 12 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Ser Val Pro Asn Lys Ala Leu Glu Leu 
1 5 



<210> 13 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Cys Glu Thr Val Ser Gin Lys Asp val 
1 5 



<210> 14 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Lys lie Asn Gly Lys Leu Glu Glu ser 
1 5 



<2I0> 15 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Ser Leu val Glu Lys Thr Pro Asp Glu 
1 5 



<2I0> 16 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Ser Leu Cys Glu Thr Val Ser Gin Lys 
15 
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<210> 17 

<211> 9 

<212> PRT 

<2I3> Homo sapiens 

<400> 17 

Glu lie Asp Lys lie Asn Gly Lys Leu 
I 5 



<210> 18 

<2H> 9 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Leu Leu Gin Gin Asn val Asp Val 
1 5 



<210> 19 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Asn Met Trp Leu Gin Gin Gin Leu Val 
1 5 



<210> 20 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Phe Leu Val Asp Arg Lys Cys Gin Leu 
1 5 



<210> 21 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 21 

Tyr Leu Leu His Glu Asn Cys Met Leu 
1 5 



<210> 22 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Ser Leu Phe Glu Ser ser Ala Lys lie 
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1 



5 



API-03-03-PCT-US SeqLi St , ST25 



<2I0> 23 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Lys lie Thr lie Asp lie His Phe Leu 

1' 5 



<210> 24 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Gin Leu Gin ser Lys Asn Met Trp Leu 
1 5 



<210> 25 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<40G> 25 

Ser Leu Asp Gin Lys Leu Phe Gin Leu 
1 5 



<210> 26 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Phe Leu Leu lie Lys Asn Ala Asn Ala 
1 5 



<210> 27 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Lys lie Leu Asp Thr Val His Ser Cys 
1 5 



<210> 23 

<211> 9 

<212> PRT 

<213> Homo sapiens 
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<400> 28 

Ser Leu Ser Lys lie Leu Asp Thr Val 
1 5 



<210> 29 

<211> 9 

<212> PRT 

<?.I3> Homo sapiens 

<400> 29 

lie Leu lie Asp Ser Gly Ala Asp lie 
1 S 



<210> 30 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 30 

Lys val Met Glu lie Asn Arg Glu Val 
I 5 



<210> 31 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Lys Leu Leu ser His Gly Ala val lie 
1 5 



<210> 32 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 32 

Ala Val Tyr ser Glu lie Leu ser val 
1 5 



<210> 33 

<2I1> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 33 

Lys Met Asn Val Asp Val Ser ser Thr 
1 5 



<210> 34 
<211> 9 
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<212> PRT 

<213> Homo sapiens 

<400> 34 

lie Leu Ser Val Val Ala Lys Leu Leu 
1 5 



<2I0> 35 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 3S 

val Leu lie Ala Glu Asn Thr Met Leu 
1 5 



<210> 36 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Lys Leu Ser Lys Asn His Gin Asn Thr 
1 ' 5 



<210> 37 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 37 

ser Leu Thr Pro Leu Leu Leu Ser lie 
1 S 



<2I0> 38 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 38 

ser Gin Tyr Ser Gly Gin Leu Lys Val 
1 S 



<210> 39 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Lys Glu Leu Glu Val Lvs Gin Gin Leu 
I 5 
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<210> 40 

<211> 9 

<2I2> PRT 

<2I3> Homo sapiens 

<400> 40 

Gin lie Met Glu Tyr lie Arg Lys Leu 
1 5 



<210> 41 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Ala Met Leu Lys Leu Glu lie Ala Thr 

1 5 



<210> 42 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Val Leu His Gin Pro Leu Ser Glu Ala 
1 5 



<210> 43 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Gly Leu Leu Lys Ala Thr Cys Gly Met 
1 ' 5 



<210> 44 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Gly Leu Leu Lys Ala Asn cys Gly Met 
1 ' 5 



<210> 45 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 4S 
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Gin Gin Leu Glu Gin Ala Leu Arg lie 
1 5 



<210> 46 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Cys Met Leu Lys Lys Glu lie Ala Met 
1 5 



<2I0> 47 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 47 

Glu Gin Met Lys Lys Lys Phe Cys val 
1 ' 5 



<210> 48 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 48 

lie Gin Lys lie Glu Leu Lys Ser Val 
1 5 



<210> 49 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Ser Val Pro Asn Lys Ala Phe Glu Leu 
I 5 



<210> SO 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> SO 

Ser lie Tyr Gin Lys Val Met Glu He 
I 5 



<210> 51 

<211> 9 

<212> PRT 

<213> Homo sapiens 
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<400> 51 

Asn Leu Asn Tyr Gin Gly Asp Ala Leu 
1 5 



<210> 52 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 52 

Ala val Gin Asp His Asp Gin lie Val 
1 5 



<210> 53 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<400> 53 

Phe Glu Ser Ser Ala Lys lie Gin val 
1 5 



<210> 54 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Gly Val Thr Ala Glu His Tyr Ala Val 
1 5 



<210> 55 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Arg Val Thr Ser Asn Lys Thr Lys val 
1 5 



<2I0> 56 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Thr Val Ser Gin Lys Asp val cys val 
1 5 



<210> 5? 
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<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Lys Ser Gin Glu Pro Ala Phe His lie 
1 5 



<210> 53 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 58 

Lys Val Leu lie Ala Glu Asn Thr Met 
1 5 



<210> 59 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 59 

Met Leu Lys Leu Glu lie Ala Thr Leu 
1 5 



<210> 60 

<211> 9 

<212> PRT 

<2I3> Homo sapiens 

<400> 60 

Glu lie Leu Ser Val val Ala Lys Leu 
I 5 



<210> 61 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 61 

Met Leu Lys Lvs Glu lie Ala Met Leu 
1 5 



<210> 62 

<211> 9 

<212> PRT 

<2I3> Homo sapiens 

<400> 62 

Leu Leu Lys Glu Lys Asn Glu Glu lie 
1 S 
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<210> 63 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<400> 63 

Ala Leu Arg lie Gin Asp lie Glu Leu 
1 5 



<210> 64 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 64 

Lys lie Arg Glu Glu Leu Gly Arg lie 



<210> 65 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 65 

Thr Leu Lys Leu Lys Glu Glu Ser Leu 



<210> 66 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<400> 66 

lie Leu Asn Glu Lys lie Arg Glu Glu 
1 5 



<210> 67 

<2H> 9 

<212> PRT 

<213> Homo sapiens 

<400> 6? 

val Leu Lys Lys Lys Leu Ser Glu Ala 
1 5 



<210> 68 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 68 
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Gly Thr ser Asp Lys lie Gin cys Leu 
1 S 



<210> 69 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 69 

Gly Ala Asp lie Asn Leu Val Asp Val 
I ' 5 



<210> 70 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Glu Leu cys ser val Arg Leu Thr Leu 
1 5 



<210> 71 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 71 

Ser Val Glu Ser Asn Leu Asn Gin Val 
1 5 



<210> 72 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 72 

Ser Leu Lys lie Asn Leu Asn Tyr Ala 
1 5 



<210> 73 

<211> 9 

<2I2> PRT 

<2I3> Homo sapiens 

<400> 73 

Lys Thr Pro Asp Glu Ala Ala Ser Leu 
1 5 



<210> 74 
<211> 9 
<212> PRT 
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<213> Homo sapiens 
<400> 74 

Ala Thr Cys Gly Met Lys val ser lie 
1 5 



<210> 75 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<40Q> 7S 

Leu ser His Gly Ala Val lie Glu val 
1 5 



<2I0> 76 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<40Q> 76 

Glu lie Ala Met Leu Lys Leu Glu lie 
1 5 



<210> 77 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Ala Glu Leu Gin Met Thr Leu Lys Leu 
1 5 



<2I0> 78 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 78 

val Phe Ala Ala Asp lie cys Gly val 
1 5 



<2I0> 79 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Pro Ala lie Glu Met Gin Asn Ser Val 
1 5 
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<210> 80 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Glu lie Phe Asn Tyr Asn Asn His Leu 
I 5 



<210> 81 

<2H> 9 

<212> PRT 

<213> Homo sapiens 

<400> 81 

lie Leu Lys Glu Lys Asn Ala Glu Leu 
1 5 



<210> 82 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 82 

Gin Leu Val His Ala His Lys Lys Ala 
1 5 



<210> 83 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 83 

Asn lie Gin Asp Ala Gin Lys Arg Thr 
1 5 



<210> 84 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 84 

Asn Leu val Asp val Tyr Gly Asn Met 
1 5 



<210> 8S 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 85 

Lys Cys Thr Ala Leu Met Leu Ala Val 
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<2I0> 86 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 86 

Lys lie Gin Cys Leu Glu Lys Ala Thr 
1 5 



<210> 87 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 87 

Lys lie Ala Trp Glu Lys Lys Glu Thr 



<210> 88 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<40G> 88 

lie Ala Trp Glu Lys Lys Glu Asp Thr 
1 5 



<210> 89 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 373 

Val Glv wet Leu Leu Gin Gin Asn val 
1 " 5 



<210> 90 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Val Lys Thr Glv cys val Ala Arg val 

1 * 5 



<210> 91 

<211> 9 

<212> PRT 

<213> Homo sapiens 
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<400> 91 

Ala Leu His Tvr Ala Val Tyr Ser Glu 
1 5 



<210> 92 

<211> 9 

<212> PRT 

<?.I3> Homo sapiens 

<400> 92 

Gin met Lys Lys Lys Phe cys val Leu 
1 S 



<210> 93 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 93 

Ala leu Gin Cys His Gin Glu Ala Cys 
I 5 



<210> 94 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 94 

Ser Glu Gin lie Val Glu Phe Leu Leu 
1 5 



<210> 95 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 95 

Ala Val lie Glu val His Asn Lys Ala 
1 5 



<210> 96 

<2I1> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 96 

Ala Val Thr Cys Gly Phe His His lie 

1 5 ' 



<210> 97 
<211> 9 
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<212> PRT 

<213> Homo sapiens 

<400> 9? 

Ala Cys Leu Gin Arg Lys Met Asn Val 
1 ' 5 



<2I0> 98 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Ser Leu val Glu cly Thr Ser Asp Lys 



<210> 99 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 99 

Met Thr Lys Arg, Lys Lys Thr lie Asn Leu Asn lie Gin Asp Ala Gin 
15 10 15 



Lys Arg Thr Ala Leu His Trp 
20 



<210> 100 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<40Q> 100 



Thr Ser Glu Lys Phe Thr Trp Pro Ala Lys Gly Arg Pro Arg Lys lie 
1 5 10 15 



Ala Trp Glu Lys Lys Glu Asp 
20 



<210> 101 

<211> 23 

<2I2> PRT 

<213> Homo sapiens 

<400> 101 

Asp Glu lie Leu Pro ser Glu ser Lys Gin Lys Asp Tvr Glu Glu Asn 
1 5 10 15 



Ser Trp Asp Thr Glu Ser Leu 
20 
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<210> 102 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 102 

Arg Leu Thr Leu Asn Gin Glu Glu Glu Lys Arg Arg Asn Ala Asp lie 
1 5 10 15 



Leu Asn Glu Lys lie Arg Glu 
20 



<210> 103 

<211> 23 

<2I2> PRT 

<213> Homo sapiens 

<400> 103 

Ala Glu Asn Thr Met Leu Thr Ser Lys Leu Lys Glu Lys Gin Asp Lys 
1 5 10 15 



Glu lie Leu Glu Ala Glu He 
20 



<210> 104 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 104 

Asn Tyr Asn Asn His Leu Lys Asn Arg He Tyr Gin Tyr Glu Lys Glu 
1 5 10 15 



Lys Ala Glu Thr Glu Asn ser 
20 



<210> 105 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 105 

Ser Arg Arg His His Cys Arg Ser Lys Ala Lys Arg Ser Arg His His 
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